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1re étape : réalisation d’une électrophorese en TP

TADN

Nos résultats
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2¢ etape : visite du GENOSCOPE
Séquencage de ’ADN
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@G3:64TC8AAXX:4:1:8922:1322/1
TTGGCGGGCTTCCGTTGAATCCTGAATTTGAAAAATCCATCCATGTTTTTGTCAACAACTGCCTTCTGGCA
AAGCAAACGTGACGATGGTGAATCGCAAGAATTTGCTCCTTGGAGCATCACTCCATTTGATATGTAGTGGT

GTAGCTAG
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@G3:64TC8AAXX:4:1:6314:1324/1
CGAAAAAGCATTATCATCCTTAACAAAAGCCATTAGTATTCAACGAGAAAACGATGACAAGGTCAATCTTG - z
GTCTTACCTATAATATAAGAGGTGTTATTCATAGTAACTTAAAACAATATGAACCTGCACTAGAGTATTTT u ou tees pa r I e
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@ AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.blocl.fastq 27-Feb-2013 16:07 4.4M
@ AMC DTEMOSW 4 64TCS8AAXX.INDI12 shuffled clean.bloc2.fastq  27-Feb-2013 16:07 4.4M
EE AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.bloc3.fastq 27-Feb-2013 16:07 4.4M
AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.bloc4.fastq 27-Feb-2013 16:07 4.4M
AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.bloc5.fastq  27-Feb-2013 16:07 4.6M
AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.bloc6.fastq 27-Feb-2013 16:07 4.9M
AMC DTEMOSW 4 64TC8AAXX.INDI12 shuffled clean.bloc7.fastq 27-Feb-2013 16:07 5.1M

@ AMC DTEMOSW 4 64TCSAAXX.INDI12 shuffled clean.bloc8.fastq 27-Feb-2013 16:07 5.2M
@ AMC DTEMOSW 4 ARATCRAAXYX TND1?2 chnffled clean hlarQ facta 27-Feh-201% 16-07 S 27M
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ORF Finder results
Results for 150 residue sequence “sample sequence” starting “TTGGOGGGCT

AT mamber 1 in reading frase 1 2a the reverse strasd extesds from base
A T A A A T A A T AT A T A TRATE T OCAAGGASCAMTTCTTOOGASTS
ACASOCTOLCTTICCTTICOCACAMGECASTIONTA

WrpaatTlion of ORF nmder 1 i reading frame 1 ca e reverse
AT P LIRS DARRSEFLAFT IVIFALFTGSC
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drrasslation of ORF nuamder 1 ia reading frame 2 ca the reverse strasd.
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espéce fréquence
arthrospira platensis

Oscillatoria acuminata

Nematostella vectensis

Microscilla marina

Crocosphaera watsonii

monosiga brevicollis

Zobellia galactanivorans

Nematostella vectensis
(anémone de mer)

20

60

14

.

41

Espéce
indéterminée
(site TARA)

fréquence de détection d'une
espéece sur 100 séquences

comparees
75
60
: mia :
[
< éQ \Q}\(b C\\\{b o & %\q’b
2 & & o O
> & © R o
2 & S oy S
< &

Crocosphaera watsonii
(cyanobactérie)
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